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[image: ] Supplementary Figure S7. ESBL and carbapenem resistance gene contig maps. Red: antibiotic resistance genes (ARGs); blue: mobilisation genes, beige: other. Nucleotide identities shown for individual maps. ARG categories are as follows: a) blaOXA-641-like (beta-lactam), b) blaOXA-65 (beta-lactam), c) blaOXA-58 (beta-lactam), d)  drfA14 (trimethoprim), ant(2”)-Ia (aminoglycoside), blaVEB-1 (beta-lactam), cmlA5 (chloramphenicol), aac(6’)-1b (aminoglycoside) and qnrVC4 (quinolone), e) AAC(6’) family-like (aminoglycoside), blaGES-2 (beta-lactam), f) blaGES-5 (beta-lactam), aacA4 (aminoglycoside) (only partial sequence contained in wastewater contig).
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